
 
  

 
FURTHER PARTICULARS 

 
SENIOR RESEARCH ASSOCIATE IN APPLIED STATISTICAL GENETICS 

FOR CARDIOVASCULAR EPIDEMIOLOGY  
 
The University of Cambridge 
The University of Cambridge is one of the world’s leading Universities, with an outstanding 
reputation for academic achievement and research. Cambridge comprises 31 Colleges and more 
than 150 departments, faculties, schools and other institutions plus a central administration.  

 
The Department of Public Health and Primary Care (DPHPC) 
The Department is one of Europe’s leading academic departments of population health sciences, 
top-ranked in Epidemiology and Public Health in the UK Research Assessment Exercise 2001-
2008. It has been headed by Professor John Danesh since 2001 and comprises over 330 people.  
 
Cardiovascular Epidemiology Unit 
The post-holder will be based in the Cardiovascular Epidemiology Unit (CEU) 
(http://www.phpc.cam.ac.uk/ceu/), an internationally recognised interdisciplinary group based within 
the DPHPC and directed by Professor Danesh. It currently comprises about 50 staff and students, 
including epidemiologists, statisticians, physicians, geneticists, nutritionists, and data managers. 
The work of the CEU focuses on the prevention of cardiovascular disease by identifying and 
evaluating risk factors in large-scale epidemiological studies.  
 
The traditional strength of the CEU has been its work on soluble biomarkers. More recent initiatives 
are extending the work to: 1) discovery of novel cardiovascular risk variants, both common and rare 
2) applied genetic studies to evaluate the likelihood of causal associations of biomarkers / 
pathways with cardiovascular disease ("Mendelian randomisation analyses") 3) gene-lifestyle 
interplay 4) risk assessment and screening, with a focus on biomarkers and genetic factors 
(including related issues such as cost-effectiveness) 5) "systems biology" for epidemiology (eg, 
multiple layers of "omics" in the same participants: metabolomics, dense candidate biomarker 
profiling, genomewide association data, whole-genome sequencing) and 6) global vascular health, 
with a particular emphasis on South Asian populations. These programmes of research are 
supported by the MRC, Wellcome Trust, European Research Council, European Commission, 
British Heart Foundation, US National Institutes of Health, industry, and other sources. 
 
Pfizer-Cambridge Centre for Translational Studies of Cardiovascular Disease 
A new joint initiative of the CEU and Pfizer is a Centre for Translational Studies of Cardiovascular 
Disease, with a particular initial emphasis on inflammation-relation pathways and potential drug 
targets. Since October 2011, Dr Anders Malarstig, a senior genetic epidemiologist at Pfizer, has 
been seconded (80% FTE) to the CEU to help conduct human genetic (and other) studies with 
direct relevance for the priority and design of early phase trials of inflammation-related targets of 
shared interest to Pfizer and CEU. This represents an exciting model for collaborations between 
industry and academia. In addition to support from Pfizer, this new Centre will draw on support from 
other funding sources, including the UK National Institute of Health Research (NIHR) funding to 
Professor Danesh as part of the Cambridge Biomedical Research Centre. Professor Danesh, Dr 
Malarstig, and other senior scientists in the CEU will help lead projects in this Centre that have 
implications for early phase trials. It is expected that the post-holder sought will be integrally 
involved in the work of this Centre, such as contributing at least 50% of his/her time to its work. 



Description of role and examples of research projects  
The post-holder will be a senior post-doctoral applied statistical geneticist with excellent quantitative 
skills who has a demonstrated track record of analysing large-scale genetic epidemiological 
datasets, preferably of complex traits such as cardiovascular disease. The post-holder will report to 
Professor Danesh and will collaborate closely with Dr Malarstig and other senior epidemiologists in 
CEU, including Dr Danish Saleheen, Dr Adam Butterworth, and Dr Emanuele Di Angelantonio. The 
post-holder will have a remit to apply, adapt and develop statistical methods in the following areas: 
 
- novel large-scale genetic datasets, including fine-mapping, rare variants and CNVs 
- Mendelian randomisation and instrumental variables analyses to establish causality 
- integration of expression data with association data from multiple traits/pathways 
- establishing the utility of genetic information in cardiovascular risk prediction and in stratified 
medicine trials. 
- genome-wide epigenetic analyses in association with type-2 diabetes and biomarker traits. 
 
Access to biostatistical expertise The post-holder will also be able to benefit from access to 
considerable biostatistical expertise in the CEU in the development and application of innovative 
methods (including in relation to genetic analyses), such as that provided by several senior 
biostatisticians including: Professor Simon Thompson, Dr Angela Wood, Dr Stephen Kaptoge, and 
Dr Stephen Burgess. There is also considerable potential for collaboration with scientists from the 
MRC Biostatistics Unit (BSU) in Cambridge, one of Europe's leading methodological biostatistical 
groups, as well as leading genetics groups such as the Genetic Epidemiology Unit based in the 
Department of Public Health and Primary Care, as well as in other departments of the Clinical 
School. The BSU has a long track-record of collaboration with the CEU in several of the thematic 
areas described above. 
 
Access to data and bioresources The post-holder will have access to exciting new large-scale 
datasets to which these methods may be applied. He/she will be able to work with and mentor 
existing teams of applied statisticians and epidemiologists experienced in conducting statistical 
analyses in large and complex datasets, as well as scope to attract support to help expand such 
teams. He/she will be able to attract excellent interns, MPhil, and PhD students to help propel 
his/her research agenda. 
 
Examples of potentially relevant projects may include: 
 
International genetics consortia: The CEU is helping to lead a number of studies in the genetic 
epidemiology of CHD, involving a range of genetic approaches including GWAS, customised gene 
arrays (eg, bespoke versions of the "CardioMetabochip", IBC 50K "cardiochip"), and Mendelian 
randomisation analyses. For example, in 2011 the CEU is leading a novel experiment that involves 
assay of a customised version of the CardioMetabochip (containing 210,000 SNPs) in >25,000 
patients with confirmed myocardial infarction and >30,000 controls. The CEU is also helping to lead 
a consortium of studies that will assay the "exome chip" of >250,000 uncommon and rare coding 
variants in a large number of participants during 2012. 
 
EPIC-Heart: The EPIC-Heart study (www.epicheart.eu) of gene-lifestyle interplay spans 23 centres 
across 10 European countries, focusing on "nested" case-cohort comparisons within the 520,000-
person prospective European Prospective Investigation into Cancer and Nutrition (EPIC) cohort. So 
far, about 16,000 people with incident coronary heart disease (CHD) and a group of 15,000 control 
"referents" have been identified. Extensive genetic and biochemical assays will be completed in 
these participants in 2011, supplementing the existing detailed dietary self-report data, 
anthropometry, and clinical phenotyping already recorded at the baseline examination. The initial 
focus of analyses in EPIC-Heart will be on the interplay of specific genetic and lifestyle components 
in CHD. Analyses in EPIC-Heart will also extend to issues of screening / risk assessment and 
integration of genetic and biochemical data to gain causal insights ("Mendelian randomisation 
analysis"). 



 
Pakistan Risk of Myocardial Infarction Study (PROMIS): PROMIS (and its related case-control 
studies of diabetes and stroke) have collectively recruited >30,000 participants; they continue to 
recruit at a rate of 10,000 per year. These studies are distinctive because they have a dual focus on 
1) public health, through study of major modifiable risk factors and 2) biological discovery. GWAS 
has been completed in >20,000 participants in PROMIS, with assay of >50 soluble candidate 
biochemical factors and a metabolomic survey in the same participants. Sequencing data (both 
whole-genome and exome) should become available in 2012 in at least a subset of participants.  
 
An earlier stage study (“BRAVE”, the Bangladesh Risk of Acute Vascular Events study) that is 
using a similar design is being established in Bangladesh, which, by late 2011, has collected 
information and samples from about 2000 participants. 
 
The Emerging Risk Factors Collaboration (ERFC): This global collaboration involves combined 
analyses of individual participant data from >2 million people in more than 125 prospective studies 
of cardiovascular risk factors. In addition to extension of work to additional risk factors for continued 
aetiological enquiry, the next phase of the ERFC is expected to focus on issues of screening / risk 
assessment, such as optimising: the content of risk scores to maximise predictive accuracy and 
practicability; cost-effectiveness; screening strategies (eg, stepwise screening, defining optimum 
screening intervals).  
 
 
 



  
Post Senior Research Associate in Applied Statistical Genetics for 

Cardiovascular Epidemiology  
 

Summary of Role To apply, adapt and develop methods for analysis of a wide range of genetic 
data, particularly to discover novel cardiovascular risk loci and inform 
causality of cardiovascular biomarkers. 
 

Location Department of Public Health and Primary Care, Strangeways Research 
Laboratory, Worts Causeway, Cambridge 
 

Terms and 
Conditions 
 

Research Staff 

Grade Senior Research Associate.  
NB: subject to approval by the Faculty Board of the Cambridge School of Clinical 
Medicine. 
 

Salary £36,862 - £46,696 
 

Hours of work Full-time position 
 

Limit of tenure 5 years  
 

Annual leave 33 days, plus Bank Holidays 
 

Pension Staff Pension Scheme available 
 

Closing date for 
applications 
 

Sunday 20 November 2011 

Expected date for 
interview/selection 
 

TBC 

How to apply Informal enquiries can be made to Professor John Danesh 
(hs428@medschl.cam.ac.uk), telephone +44 (0)1223 741 302 

Formal applications consisting of a covering letter, CV and a completed 
Chris/6 form, Parts 1 and 111 (available from 
http://www.admin.cam.ac.uk/offices/hr/forms/chris6) should be sent to 
Hannah Sneath, preferably by email: hs428@medschl.cam.ac.uk or by post 
to Department of Public Health and Primary Care, Strangeways Research 
Laboratory, Worts Causeway, Cambridge CB1 8RN.  

 
Equal Opportunities Information  
The University of Cambridge appoints solely on merit. No applicant for an appointment in the 
University, or member of staff once appointed, will be treated less favourably than another on the 
grounds of sex (including gender reassignment), marital or parental status, race, ethnic or national 
origin, colour, disability (including HIV status), sexual orientation, religion, age or socio-economic 
factors. 
 



Information if you have a Disability 
The University welcomes applications from individuals with disabilities. Our recruitment and selection 
procedures follow best practice and comply with disability legislation.  

The University is committed to ensuring that applicants with disabilities receive fair treatment 
throughout the recruitment process. Adjustments will be made, wherever reasonable to do so, to 
enable applicants to compete to the best of their ability and, if successful, to assist them during their 
employment.  

We encourage applicants to declare their disabilities in order that any special arrangements, 
particularly for the selection process, can be accommodated. Applicants or employees can declare a 
disability at any time. 

Applicants wishing to discuss with or inform the University of any special arrangements connected 
with their disability can, at any point in the recruitment process, contact, Keith Hoddy, who is 
responsible for recruitment to this position, on 01223 741380, by email on 
kh446@medschl.cam.ac.uk or by post to the Department of Public Health and Primary Care, 
Strangeways Research Laboratory , Worts Causeway, Cambridge. CB1 8RN. 

For additional guidance and information, applicants can contact the University’s Disability Resource 
Centre either by telephone on 01223 332301, by email on ucam-disability@lists.cam.ac.uk or by post 
to DRC, Keynes House, Trumpington Street, Cambridge CB4 1QA. 

 
Further Information 
There is a range of information which you may find helpful on the University’s website: 
www.cam.ac.uk/jobs/. This includes applying for posts, working at the University, living in Cambridge 
and details of current vacancies. 
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Role Description 
Role Identification 
Faculty / 
Department 

Department of Public Health and Primary 
Care 

Role Code Number 
(if any) 

 

Position title Senior Research Associate 
Date of last revision 
(dd/mm/yyyy) 

 

Probation period 6 months Grade (completed by 
Grading & Reward) 

 

 
Dimensions of the role  
The main focus of the role will be to apply, adapt and develop methods for analysis of a wide range of 
genetic data, particularly to discover novel cardiovascular risk loci, inform causality of cardiovascular 
biomarkers, and assess the value of genetic risk prediction. Although this is primarily a senior research 
position, the post-holder will also have responsibility for supervising graduate students and trainees and 
giving lectures as part of efforts to help propel his/her independent research efforts.  
 
 
Line manager position title Professor of Epidemiology and Medicine 

Line manager position reference 
number 

52065 

 
Checks required 
The checks required for employment at the University are dependent on the role and/or the location. This 
box indicates the checks that are necessary for this particular role. Any offer of employment will be 
conditional on satisfactory completion of these checks. In line with legislation, all applicants must be able 
to demonstrate a right to work in the UK. 
 
 Yes No 
Right to work in UK X  
Criminal Records 
Bureau   

Occupational Health X  
Security   
NHS Honorary Contract 
Required   

 
 
Role Purpose 
The main focus will be to apply (and, if relevant, develop and adapt) methods for analysis of a wide 
range of genetic data, particularly to discover novel cardiovascular risk loci and inform causality of 
cardiovascular biomarkers. 
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Main Responsibilities 
 Key duties and responsibilities % time spent/ 

frequency 
1   
 Implementing and developing appropriate statistical methods for the 

analysis of genetic epidemiological data 
daily/weekly 

2   
 Working closely with statistical and non-statistical colleagues to interpret 

findings and prepare draft manuscripts and other reports for publication 
daily/weekly 

3   
 Providing supervision, mentorship and advice to applied statisticians, 

epidemiologists, and graduate students in the CEU 
weekly  

4   
 Working with Professor Danesh and senior colleagues in the CEU to 

conceive initiatives and prepare relevant research grant applications to 
fund new studies 

monthly 

5   
 Participation in CEU research strategy meetings  monthly 
6   
 Participation in relevant CEU seminars 

Presentation of relevant work in seminars and lectures, including externally  
monthly 
as necessary 

  
 
Person profile 
 
Essential knowledge, skills and experience required for role 
 
Education & 
qualifications 

Relevant qualifications (eg, a PhD in Biostatistics or related subject). 
 
At least 3 years relevant post-doctoral experience. 
 
A strong track record of peer-reviewed genetics publications, including first 
authorship of key papers and publications in high-impact journals. 
  
 

Specialist 
knowledge & skills 

Recognised skills are required in the following areas, with demonstration of 
application to chronic disease epidemiology: 
 
- analysis of and quality control of large-scale genetic studies (eg, 
genomewide association data) 
- experience in the analysis of customised gene arrays 
- methods to identify and/or analyse fine mapping regions and CNVs 
- modelling gene-gene and/or gene-environment interactions. 
 
Familiarity with common statistical software packages (eg, R, Stata) and 
genetics programmes (eg, PLINK). 
 
Strong report writing and presentation skills. 

 
Interpersonal & 
communication 
skills 

Excellent organisational and interpersonal skills. 

Excellent verbal and written communication skills. 
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Relevant 
experience 

Track record of participating in and helping to lead large, complex 
collaborative epidemiological projects. 
 
Experience of teaching and mentoring students and junior colleagues. 

Additional 
requirements 

Desire to help propel the work of a major applied research group 

Desire to work both independently and within a team environment 

Desire to provide mentorship to quantitative scientists 

 
 
 
 
Desirable knowledge, skills and experience for role 
 
Education & 
qualifications 

 

Relevant 
experience 

Track record of work in metabolic and/or cardiovascular disease research. 
 
Knowledge of methods to integrate genetic and biomarker data to establish 
causality ("Mendelian Randomisation"). 
 

Additional 
requirements 

Ability to assimilate rapidly new scientific and medical concepts 
 

 
 


